In the letter to the editor, Dr. Comings et al. proposed a potential explanation of our fi ndings that the L allele rather than S allele of 5-HTTLPR was associated with higher anxiety levels and reduced amygdala-prefrontal cortex (PFC) connectivity in Han Chinese [1] , which demonstrated an 'allele reversal' in the genetics of the 5-HTTLPR gene in Asians versus Caucasians. The authors alleged that this 'allele reversal' might simply result from maternal age and suggested that we test this on our datasets. Unfortunately, we cannot because maternal age information was not included in our sample. However, from the following evidence we can conclude that this explanation cannot be applied to our fi ndings [1] . First, the main evidence used is the authors' previous study on an association of the DRD1 gene with OCD scores in individuals with Tourette syndrome/ADHD, which is completely different from our study [1] because the diagnostic status might influence the association analysis between maternal age and platelet serotonin level. So the conclusion from their study cannot be applied to our findings. [3] . Thirdly, previous studies in Japan and Korea also showed that the L allele rather than S allele of 5-HTTLPR is associated with depression and higher amygdala activity during an emotional processing task and in the resting-state [4] [5] [6] [7] [8] [9] , while the S allele is linked to this effect in Caucasians [10] [11] [12] [13] [14] [15] [16] . More importantly, the allele distribution of 5-HTTLPR variants is significantly different between Asians and Caucasians, with a higher S allele frequency in the former [13] . Because previous imaging genetics studies on 5-HTTLPR also did not take maternal age into account, based on the same criteria, our current and further studies show that the L allele is associated with reduced amygdala-PFC connectivity and default-mode network connectivity [1, 17] , which is contrary to the fi ndings in Caucasians [18] [19] [20] .
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